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FISH MIGRATION MONITORING TECHNOLOGY USING ENVIRONMENTAL DNA
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Abstract : A pilot study evaluating fish passage using new technology, environmental DNA (eDNA) and Al,
was conducted in this study. For estimating eDNA of fish, the SYBR Green assay on quantitative
polymerase chain reaction (qPCR) was chosen, and gPCR melt curve analysis indicates a positive result.
Visual diving observation and environmental DNA qPCR were used to track Ayukake (Rheopresbe kazika)
migration via the Takeno River. Each report corresponded to the other, and eDNA detects Ayukake
distribution effectively. Our study shows that eDNA is one of the valid tools for monitoring fish migration,

including rare species on Rivers.

Key words : environmental DNA, fish migration, SYBR Green assay, fish passage, evaluation
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