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Abstract:

The impacts of global warming on water environments are gradually becoming apparent, and climate change
associated with global warming will continue for at least the next 20 years, even if drastic measures for
greenhouse gas emission reduction are immediately implemented. Therefore, it's important that not only
mitigation, but also adaptation strategies based on accurate prediction models are evaluated and
implemented to reduce the impact of global warming. In this study, the conditions to assess the impacts of
climate change on water environments were reviewed in addition to microbial analyses. To determine the
water quality data of the influent into the dam reservoir, either determining the boundary conditions using
regression and L-Q equations or by prediction through the model of water cycle in basin and the model of
yield of sediment. In developing methods to monitor algae by new generation sequencer, the design of the
target primer and the development of homogeneous DNA extraction methods are important in near future.
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